Detection of DAZ mRNA distribution in human testis using reverse transcription in situ PCR technique (RT-ISPCR).
Normal course of spermatogenesis reflects appropriate expression of specific genes in spermatogenic cells. In the present study, the localization of DAZ mRNA in human testis obtained from two fertile organ donors has been determined. It was established that DAZ mRNA is located in the germinal epithelium of seminiferous tubules. The most intensive accumulation of DAZ transcript was observed in primary spermatocytes. The results indicate that expression of DAZ gene begins in spermatogonia and that distribution of DAZ mRNA most likely correlates with the stage of the human seminiferous cycle.